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Attenuated fusogenicity and pathogenicity of SARS-CoV-2 Omicron variant
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VeroE6/TMPRSS2

48 N
B.1.1
O Uninfected 0-0:1.0E-7 O Uninfected 0-0:0.23 O Uninfected 0-0:0.59 O Uninfected 0-0:0.29
O0B.1.1 0-0:5.6E-12 OB.1.1 0-0:4.9E-5 OB.1.1 0-0:3.3E-7 O0B.11 0-0:0.032
D -0:1.8E-15 Delta -0:0.0025 Delta -0:6.7E-6 Delta -0:0.11
icron © Omicron, 06 © Omicron © Omicron

B.1.1
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